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SUMMARY OF RESEARCH INTERESTS
My research interests lie broadly in the field of Computational biology and Systems Biology.

The majority of my research activities have been conducted within the areas of Bioinformatics and
Genomics, which encompass the set of techniques and interdisciplinary studies aimed at
characterizing the properties of living organisms through integrated approaches derived from
computer science, mathematics, and physics.

Keywords:

e Regulatory networks, microRNAs, non-coding DNA.
e Cancer and Plant Genomics.

e Metagenomics.

e Al-driven genomics.

In these contexts, I'm collaborating with several experimental laboratories, providing computational
and data analysis expertise.
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“Identity and divergence of protein domain architectures after the Yeast Whole Genome
Duplication event.”

Grassi L.,Fusco D., Sellerio A., Cora D., Bassetti M., Caselle M., Cosentino-Lagomarsino M.
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regulator.”
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PLoS One. 2011 Mar 3;6(3):e14742.
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“Dynamic Modeling of miRNA-mediated Feed-Forward Loops.”
Eduati F, di Camillo B, Karbiener M, Scheideler M, Cora D, Caselle M, Toffolo G.
J Comput Biol. 2012 Feb;19(2):188-99.

“The role of transposable elements in shaping the combinatorial interaction of transcription
factors”.
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BMC Genomics. 2012 Aug 16;13(1):400.
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“Gene autoregulation via intronic microRNAs and its functions.”
Carla Bosia, Matteo Osella, Mariama El Baroudi, Davide Cora' and Michele Caselle
BMC Syst Biol. 2012 Oct 10;6(1):131.

“IRF-1 expression is induced by cisplatin in ovarian cancer cells and limits drug effectiveness.”
Pavan S, Olivero M, Cora D, Di Renzo MF.
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“Molecular and morphologic characterization of superficial- and deep-subcutaneous adipose tissue
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“Bioengineered tumoral microtissues recapitulate desmoplastic reaction of pancreatic cancer.”
Brancato V, Comunanza V, Imparato G, Cora' D, Urciuolo F, Noghero A, Bussolino F, Netti PA.
Acta Biomater. 2017 Feb;49:152-166.

“VEGF blockade enhances the antitumor effect of BRAFV600E inhibition.”
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E, Sangiolo D, Taverna D, Bussolino F.
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“miR-205 mediates adaptive resistance to MET inhibition via ERRFI1 targeting and raised EGFR
signaling.”

Migliore C, Morando E, Ghiso E, Anastasi S, Leoni VP, Apicella M, Cora' D, Sapino A, Pietrantonio F,
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“TFEB controls vascular development by regulating the proliferation of endothelial cells.”
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EMBO J. 2019 Feb 1,;38(3). pii: e98250.
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“Aldo-keto reductases protect metastatic melanoma from ER stress-independent ferroptosis.”
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Cell Death Dis. 2019 Nov 28;10(12):902.

A regulatory microRNA network controls endothelial cell phenotypic switch during sprouting
angiogenesis."

Stefania Rosano, Davide Cora, Sushant Parab, Claudio Isella, Roberta Porporato, Roxana Maria
Hoza, Raffaele A. Calogero, Chiara Riganti, Federico Bussolino, Alessio Noghero.
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“Deciphering the Ets-1/2-mediated transcriptional regulation of F8 gene identifies a minimal F8
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“Cholecalciferol (vitamin D3) has a direct protective activity against interleukin 6-induced atrophy
in C2C12 myotubes”.

Teixeira MA, De Feudis M, Reano S, Raiteri T, Scircoli A, Zaggia |, Ruga S, Salvadori L, Prodam F,
Marzullo P, Molinari C, Cora D, Filigheddu N.
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“TFEB Signalling-Related MicroRNAs and Autophagy.”
Cora D, Bussolino F, Doronzo G.
Biomolecules. 2021 Jul 4;,11(7):985.

“Role of TGFB1 and WNT6 in FGF2 and BMP4-driven endothelial differentiation of murine
embryonic stem cells”

Gualandris A, Noghero A, Cora' D, Astanina E, Arese M, Bussolino F.

Angiogenesis. 2021 Sep 3.

“An Investigation of the Role of Common and Rare Variants in a Large Italian Multiplex Family of
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Barizzone N, Cagliani R, Basagni C, Clarelli F, Mendozzi L, Agliardi C, Forni D, Tosi M, Mascia E, Favero
F, Cora D, Corrado L, Sorosina M, Esposito F, Zuccala M, Vecchio D, Liguori M, Comi C, Comi G,
Martinelli V, Filippi M, Leone M, Martinelli-Boneschi F, Caputo D, Sironi M, Guerini FR, D'Alfonso S.
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“LSD1-directed therapy affects glioblastoma tumorigenicity by deregulating the protective ATF4-
dependent integrated stress response”

Faletti S, Osti D, Ceccacci E, Richichi C, Costanza B, Nicosia L, Noberini R, Marotta G, Furia L, Faretta
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Ariano C, Riganti C, Cora D, Valdembri D, Mana G, Astanina E, Serini G, Bussolino F, Doronzo G.
Angiogenesis. 2022 May 11.

“Proteome and Physiological Characterization of Halotolerant Nodule Endophytes: The Case of
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Novello G, Gamalero E, Massa N, Cesaro P, Lingua G, Todeschini V, Caramaschi A, Favero F, Cora D,
Manfredi M, Marengo E, Pelagi M, Pangaro L, Caffiero G, Milano F, Bona E.

Microorganisms. 2022 Apr 24,;10(5):890.
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“A Metabologenomic approach reveals alterations in the gut microbiota of a mouse model of
Alzheimer's disease.”

Favero F, Barberis E, Gagliardi M, Espinoza S, Contu L, Gustincich S, Boccafoschi F, Borsotti C, Lim D,
Rubino V, Mignone F, Pasolli E, Manfredi M, Zucchelli S, Cora D *, Corazzari M*.
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“Specific transcriptional programs differentiate ICOS from CD28 costimulatory signaling in human
Naive CD4+ T cells.”

Gigliotti CL, Boggio E, Favero F, Incarnato D, Santoro C, Oliviero S, Rojo JM, Zucchelli S, Persichetti
F, Baldanzi G, Dianzani U, Cora D.

Front Immunol. 2022 Sep 5;13:915963.

“Polygenic risk modeling of tumor stage and survival in bladder cancer.”
Nascimben M, Rimondini L, Cora D, Venturin M.
BioData Min. 2022 Sep 30;15(1):23.

“TFEB inhibition induces melanoma shut-down by blocking the cell cycle and rewiring metabolism.”
Ariano C, Costanza F, Akman M, Riganti C, Cora D, Casanova E, Astanina E, Comunanza V, Bussolino
F, Doronzo G.
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Manganaro L, Bianco S, Bironzo P, Cipollini F, Colombi D, Cora D, Corti G, Doronzo G, Errico L, Falco
P, Gandolfi L, Guerrera F, Monica V, Novello S, Papotti M, Parab S, Pittaro A, Primo L, Righi L,
Sabbatini G, Sandri A, Vattakunnel S, Bussolino F, Scagliotti GV.
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“Targeting lysine-specific demethylase 1 (KDM1A/LSD1) impairs colorectal cancer tumorigenesis by
affecting cancer cells stemness, motility, and differentiation.”

Antona A, Leo G, Favero F, Varalda M, VenetucciJ, Faletti S, Todaro M, Mazzucco E, Soligo E, Saglietti
C, Stassi G, Manfredi M, Pelicci G, Cora D, Valente G, Capello D.

Cell Death Discov. 2023 Jun 29;9(1):201.

“Role of Diacylglycerol Kinases in Acute Myeloid Leukemia.”

Gravina T, Boggio CMT, Gorla E, Racca L, Polidoro S, Centonze S, Ferrante D, Lunghi M, Graziani A,
Cora D, Baldanzi G.

Biomedicines. 2023 Jul 1;11(7):1877.

“Human cytomegalovirus infection triggers a paracrine senescence loop in renal epithelial cells”
Raviola S, Griffante G, lannucci A, Chandel S, Lo Cigno |, Lacarbonara D, Caneparo V, Pasquero S,
Favero F, Cora D, Trisolini E, Boldorini R, Cantaluppi V, Landolfo S, Gariglio M, De Andrea M.
Commun Biol. 2024 Mar 8;7(1):292.
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“Integrative Bioinformatics Analysis Reveals a Transcription Factor EB-Driven MicroRNA Regulatory
Network in Endothelial Cells.”

Gravina T, Favero F, Rosano S, Parab S, Diaz Alcalde A, Bussolino F, Doronzo G, Cora D.
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“Characterization of gut microbiota dynamics in an Alzheimer's disease mouse model through
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Favero F, Re A, Dason MS, Gravina T, Gagliardi M, Mellai M, Corazzari M, Cora D.
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Saverio V, Ferrario E, Monzani R, Gagliardi M, Favero F, Cora D, Santoro C, Corazzari M.
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“Sequence modeling tools to decode the biosynthetic diversity of the human microbiome”
Dason MS, Cora D, Re A.
mSystems. 2025 Jun 30:e0033325.

“Impaired cAMP-PKA-CREBL1 signalling drives mitochondrial dysfunction in skeletal muscle during
cancer cachexia” Angelino E, Bodo L, Sartori R, Malacarne V, D'Anna B, Formaggio N, Barua S, Raiteri
T, Lauria A, Reano S, Murabito A, Nicolau M, Ferrero F, Pezzini C, Rossino G, Favero F, Valmasoni M,
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“Acute Myeloid Leukemia: A Key Role of DGKa and DGKC in Cell Viability” Gorla E, Cartella MC,
Borghetti E, Lovati G, Racca L, Gravina T, Biazzo G, Bonello G, Malacarne V, De Giorgis V, Cora D,
Manfredi M, Massarotti A, Graziani A, Baldanzi G.
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